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Establishment of a RT-PCR Detection Method for Sendai Virus

and Investigation of Its Infection status in Cricetulus migratorius
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[ Abstract] Objective To establish a RT-PCR detection method for Sendai virus and to investigate the infection
status in Cricetulus migratorius. Methods To design PCR primers according to the Sendai virus( gi: 9627219 ) genome in
NCBI and establish a RT-PCR detection method using the Sendai virus strain from our department. To screen the Sendai
virus infection in sixty Cricetulus migratorius lung samples by the established RT-PCR procedure. Results The RT-PCR
method established was more sensitive and specific: there was a 197 bp single band when SV was used as template and no
any band occurred when SV5, CDV, PVM, Reo3 and MuV were used as templates. Sequencing results revealed that the
197 bp nucleotides showed 98% coincidence with the SV sequence published by NCBI. The assay could detect as low as
96. 8 ng/mL SV ¢DNA. Results showed that the infection rate of Sendai virus was 3. 33% (2/60) in Cricetulus migratorius.
Conclusions The established RT-PCR detection technique is sensitive, specific and rapid, and can be used to detect
Sendai virus routinely in laboratory rodent animals. The positive results of Sendai virus infection show that Sendai virus

infection in Cricetulus migratorius can not be ignored.
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Fig. 1 RT-PCR amplification for SeV.
Lane 1: Sendai virus; 2: Negative control; 3: 100 bp DNA marker

db AB275416.1 E Sendai wvirus genomic RNA, complete genome, sStrain: Cl. 151

Length=15384

Score = 279 bits (151), Expect

3e-T72

Identities = 159/162 (98%), Gaps = 3/162 (2%)

Strand=Plus/Plus

Query 8

CGCICTTA-AGCCC-AAC-AGAGCTAATCTGAGCTTAGAGAATCTARAGCTGCTGACTCC 64

Perrerrr et rer rer e e e e e e e e
Sbjct 12338 CGCTICTTATAGCCCARACAAGAGCTAATCTGAGCTTAGAGAATCTAAAGCTGCTGACTCC 12397

Query 65

TGTTTCAACCTCCACTAATCTATCTCATAGGTTGARAGATACGGCAACCCAGATGARGTT 124

FErrnrrrrrrnr e e bbb e el
Sbjct 12398 TGITTCAACCTICCACTAATCTATCTCATAGGTTGARAGATACGGCAACCCAGATGARGIT 12457

Query 125

CTCTAGTGCAACACTAGTCCGTGCAAGTCGGTTCATAACAAT 166

POETRREEE R e e e e e rrrnrnnl
Sbjct 12458 CTCTAGTGCAACACTAGTCCGIGCRAGTCGGTTCATAACAAT 12499

B2 SeV #Fh RT-PCR ™ H ¥ Lb X 25
Fig. 2 The BLAST results of sequencing of SeV RT-PCR products.
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Fig. 3 The results of sensitivity test of the RT-PCR products.

Lane 1: DNA marker; 2 ~7: 107" ~10°°
dilution of SeV ¢DNA; 8. Negative control
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Fig. 4 Results of specificity test of the detection

technique for Sendai virus.
Lane M; DNA marker; 1: Sendai virus; 2: PVM; 3. Reo3;
4. SV5; 5: Mumps virus; 6;: CDV; 7 Normal allantoic fluid;

8: Lung of mouse; 9: Negative control.

c:b DR219803.1
Length=15384

Score = 270 bits (146), Expect 2e-69
Identities = 153/156 (98%), Gaps

Strand=Plus/Plus
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5 60 iy KA BUREAS & 43 Ao T 45 2
LAl A3 BEVE O B 2 ~ 10 B 12 B PEXT B M DNA marker
Fig. 5 Some results of RT-PCR assay for
sixty Cricetulus migratorius samples.

Lane 1; SeV positive control; 2 ~11; Samples;

12 ; Negative control; M: DNA marker
98% , UE S A& i FE IR (181 6) .
4 itig
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1/156 (1%)

Query 17 ATAGCCC-GACRAGAGCTAATCTGAGCCTGGAARATCTARRACTGCTGACTCCTGITICA 75

Sbict 12345 ATACCCCARACAACAGCTAAICIEAGLUIGEARAATCTARAACTECTGACICLIGITIGA 12404
Query 76 ACATCCACGAATCTICTICTCATAGGTTARAGGACACAGCRAACCCAGATGRAGTTCTICTAGT 135
Sbict 12405 ACATCCACGAATCTCICICATAGCITARACCACACAGCAACCCACATEARGTICICCAGT 12464
Query 136 GCRACACTGGTCCGTGCAAGTCGGTTCATAACRATA 171

Sbict 12465 GCAACACTGOTCCGTGCAAGTCRSTICATAACRATA 12500

E o6

JKA B Se V. FHAE AR A e LE % &5 2R

Fig. 6 The BLAST results of RT-PCR products sequencing of

SeV-positive samples of Cricetulus migratorius.
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