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[Abstract]  Objective Establish the miRNA expression profiling under environmental carcinogens and gene
mutations to provide some new clues for further study on the mechanism of tumorgenesis. Methods  Under the same
condition mice were first prepared in SHP2*'* normal ( wild type Wt) and SHP2""'®/* activating mutation ( gain-of—
function mutation GOF mutation) of immortalized fibroblast cells( mouse embryonic fibroblasts MEFs) acute treat MEFs
cells with 0.5 pmol/L As, O, 48 hours then extract the cell total RNA. Use the analysis of miRNA hybridization to
establish the miRNA( microRNA miRNA miR) expression profiling screening the miRNAs which differential expression
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significantly then validated by RTPCR. Results After treated the SHP2*'* MEFs and SHP2"''* MEFs with As, O,

dozens of miRNAs showed differential expression. The expression of miRNAs increase or decrease in different SHP2 */*
MEFs or SHP2"'®"* MEFs when treat with As,O,or not at the same time we discovered some miRNAs show the same
change along with the As, O, treating and SHP2"'“'* activating mutation such as mmu-miRNA-00 ( down regulation) and
mmu-miRNA-907( up regulation) .

expression profiling of MEFs significantly

Conclusion  Gene mutation and environmental pollution can effect the miRNAs
these change maybe the basis of cells malignant transformation and
tumourgenesis.
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Note: Extraction the total RNA of SHP2*'* MEFs treated by As, O; after 48 h then do miRNAs expression profile

analysis a lot of miRNAs’ expression changed there are 23 miRNAs changed obviously in the figure

results were repeated three times * P <0.05 *P <0.01.

the experimental

Fig.1 The result of miRNAs expression profiling of SHP2 *'* MEFs
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Note: Extraction the total RNA of SHP2"'¢/* MEFs treated by As, O, after 48h then do miRNAs expression profile

analysis a lot of miRNAs’ expression changed there are 230miRNAs changed obviously in the figure

the experimental
results were repeated three times * P <0.05 **P <0.01.

Fig.2 The result of miRNAs expression profiling of SHP2™'®'* MEFs
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Fig.4 The results of RT-PCR analysis
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