2014 476 H Hh [ LA PR 2 A June, 2014
¥ 248 Hol CHINESE JOURNAL OF COMPARATIVE MEDICINE Vol. 24 No. 6

JOC G
5ﬁmﬁ%§

é%\%\%\%\%\)

W L /R ER PCR 7 ik gy w26 v
HEF, M ¥, =, 0 B EEE EFXK
(R 2 R RE A AT e SE I B e VR T AT, JE T 100050)

[(BE] B @ AMEIEREA PCR ANk SR RPN . F3E BEX NCBI A i LK
ARSI 3 65514y, i o e I S BERAT R AR B SRR R AE 1 X514, IR AT IR R LA R S v R AR
M5 3B 1% PCR J5vkXs 60 A AR S b AT I, BHPEREAR HEAT 00 5, 46 5R  FTaifii CL ZR Gl 4K PCR A U
I R A SRR (2.0 x 10 7 pg/mlL) ,60 (3R A AT 15 43 BHPEREAS 0 P 270 2 G1E S5 i 12 %
ARG AN 25% , S IEA RS AT Bk 720Nk R AT, SR8 %07 VR A S A B I L 5 T A ) A
BE 1A

[REEiA] Wi ELAE AR, A PCR; N

(FESES] R33  [XEARIRB] A [XEHS]1671-7856(2014) 06-0069-04

doi; 10.3969. j. issn. 1671. 7856. 2014. 006. 015

Establishment and application of a PCR method for
detection of Bartonella in tree shrew

FENG Yu-fang, XING Jin, FU Rui, GONG Wei, HE Zheng-ming, YUE Bing-fei

(Institute for Laboratory Animal Resources, National Institutes for Food and Drug Control, Beijing 100050, China)

[ Abstract] Objective To establish an effective PCR assay for detection of Bartonella, and application of this
assay in tree shrew. Methods  Sequence of Bartonella was obtained from NCBI Genbank. Three pairs of primers were
designed based on this sequence. One pair of primers was determined through amplifying the major strains in China. Sixty
tree shrew blood samples were tested with this PCR assay. The positive amplified fragments were sequenced to verify the
reliability of this method. Results A PCR method for detection of Bartonella is successfully established, with a high
specificity and the sensitivity was of 2.0 x 10~ pg/mL. Among the tested 60 blood samples, 15 positive cases were
detected. Sequencing of the samples confirmed a 25% infection rate of Bartonella in the tree shrews, well consistent with
the amplification results, and verified the applicability of this detection method. Conclusion  The establishment of this
method provides the basis for detection of Bartonella in tree shrew.
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Tab.1 Primers sequences

Location of 5’

Species Primers No. ime > sequence *
pecies rimers No Primer/Probe sequence ( Accession No. )
| 5'-GGGGACCAGCTCATGGTGG-3 380 b
5'-AATGCAAAAAGAACAGTAAACA-3’ P
5'-CTTCGTTTCTCTTTCTTCA-3’
Bartonella spp. 2 639 -722 bp
5'-CTTCTCTTCACAATTTCAAT-3’
5'-GCTAATCGTATTCGCGAAGAA-3’
3 240 bp

5'-GCTGGTATTTCCAAYTGATCT-3'
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Fig.1 The results of the PCR with three primers
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Fig.4 The results of samples from tree

shrew by the PCR assay
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