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Cloning and sequence analysis of dystonin( Dst) variant X1 in
Cricetulusbarabensis and albino mutant Cricetulusbarabensis
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[ Abstract] Objective To clone and sequence the dystonin variant X1 gene of Cricetulusbharabensis and the albino
mutant Cricetulusbarabensis so as to find out the difference of encoding arear of the muscular ribosome between
Cricetulusbarabensis and the albino mutant Cricetulusbarabensis. Methods  According to the same type of abnormal
muscle tone protein of the mice and rats, we designed 6 pairs of primers, and got their cDNA genes from skins of the
Cricetulusbarabensis and the albino mutant Cricetulusbarabensis by RT-PCR amplification, then cloned and sequenced.
Results Sequence alignment showed 17 variances in coding areas, and 24 in amino acid, but no in key nucleic acid and
protein. Conclusion  The variances in coding areas will not lead to the albino, and its mechanism requires further
investigation.
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Fig.1 Electrophoresis of formaldehyde-denaturated total RNA
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Note: A: Marker 2000; 1.3.5.7 .9 .11 ;Cricetulusbarabensis; 2 .4 .6 .8 .10 :the albino mutant Cricetulusbarabensis.

Fig.2 Electrophoretic results of PCR products of Dystonin of Cricetulusbarabensis and albino mutant Cricrtulusbarabensis
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