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[ Abstract ] Objective  To investigate the effects of dried whey on the intestinal bacterial community and
probiotics in weaned laboratory rabbits. Methods A single factor design was employed to investigate the effects of dried
whey supplemented at levels of 0% , 2% , 5% and 10% , respectively, on 48 weaned (40-day-old) laboratory rabbits. At
the day 30, eight rabbits in each group were taken and sacrificed after anesthesia. The total bacterial DNA from the ceacal

content of each selected rabbit was drew to analyze the bacterial community and intestinal probiotics ( Bifidobacterium and
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Lactobactllius) population by PCR-DGGE and real-time fluorescence quantitative PCR, respectively. Results 1) The
DGGE parameters of ceacal bacterial community were increased with the increasing dried whey supplemental levels. The
number of DGGE band in 2% , 5% and 10% dried whey supplement groups (P <0.05, P <0.01), the Shannon index in
5% and 10% supplement groups (P <0.01) were significantly higher than that in the 0% supplement group, but the
indices of DGGE band and Shannon index had no significant differences among the 2% , 5% and 10% dried whey
supplement groups (P >0.05). Supplying dried whey has no significant effects on the homogeneity index (P >0.05). 2)
The population of Bifidobacterium and Lactobacillius in ceacal content had a trend of increase with the rising dried whey
supplement levels. Compared with the 0% supplement group, the Lactobacillius population in the 2% , 5% and 10%
supplement groups ( P < 0.05), the Bifidobacterium population in the 10% supplement group (P < 0.05) were
significantly increased. Conclusions The results of our study indicate that; 1) Supplying dried whey in the feed of
laboratory rabbit can effectively increase the diversity of ceacal bacterial community. 2) Dried whey may effectively improve
the intestinal probiotics population.

[ Key words] Laboratory rabbits; Dried whey; PCR-denaturing gradient gel electrophoresis ( PCR-DGGE) ; Real-

time fluorescence quantitative PCR; Bifidobacterium ; Lactobacillius
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Tab.1 DGGE parameters of the ceacal bacterial community (x £s)

i H FLIE RIS INZKSF- Dried whey supplement levels/%
Items 0 (A) 2 (B) 5(C) 10 (D)
DGGE 254744, Number of DGGE bands 18. 63 =4. 00" 23.13 +3. 2348 24.13 +3.00% 25.38 +3.074
FAAEHL, Shannon index 2.67 £0. 245 2.89 £0. 198 3.06 +0. 34 3.13 £0.25%
A EEFEHL, Homogeneity index 0.92 +0. 04 0.92 £0.05 0.96 +0. 09 0.97 £0.05

T [T JE 7 BB R AR AR R FREROR 2253 A 3 (P >0.05) , ANENE FRERIR 2257 3 (P <0.05) , AFRIRE FRER/R 27 B3 (P <
0.01), FFEM,

Note. In the same row, values with no letter or the same letter superscripts mean no significant difference (P >0.05) , while values with different small
letter superscripts mean significant difference (P <0.05) , and with different capital letter superscripts mean very significant difference (P <0.01). The

same as in table 2.

7000.00 *}ggFIU":m[‘ 7000.00 :}ggbjf:mﬂ
6000.00 ~10°CF j,::“; 6000.00 :}R%EH;‘”{“
500000 10, SEU 5000.00{ =0 CFU/ML
) - 10*CFU/ ) =10 CFU/mL
24000.00 —10 E 4000.00F 16 CFU/mL
£ 3000,00 2 3000.00
2000.00 2000.00
1000.00 1000.00
0.00 : e 0.00 : e nct
26 10 14 18 22 26 30 34 38 26 10 14 18 22 26 30 34 38
Cyeles Cycles

B3 DU FLRRAT F O 4

Fig.3 Fluorescence curves of Bifidobacteria and Lactobacillus
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R2 DU AFLIAT B A S E A5 R (log 10 N /0.05 ¢ HIBNEY), x +5)
Tab.2 Population of Bifidobacteria and Lactobacilli in the ceacal content samples (log 10 N /0. 05 g wet ceacal content, x +s)

T H FLIE K INMIKF Dried whey supplement levels/%
Ttems 0 (A) 2 (B) 5(C) 10 (D)
XU FF B Bifidobacteria 4.05 +0.61" 4.17 £0.97" 4.51 0.51% 4.98 +0. 36
FLERAT I Lactobacilli 4.33 £0.79" 4.74 =0. 67* 5.74 +1.65° 5.24 +0.91°
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